H3#E 5= REHFTFFY FRIREF-FERIF T FREFT
FBATEE L FRARSET ~ FE R - P30S 1134
BB BRI B BRI R BRFET B F B G

* 5t 3308

S FERRE

PR LA FEATRATETALRY (FRFIAS)

FEER R 5L

XOEE AR LFEHE RS

MAGUE R B — B SRR —(E I EHEE e B -

1. SRR - g (100X) BL10fERAyY)E: (10X) HHEL - g EA THIm=FE ?
A EORHY TAFEERE
B. B{EBCRAIRRE
C.ERIFUEE (NA)

D BV HIER AT 22 Bl

G H A 2
2 BR B E RS - HE

YR B E S Y - HRARERA S R AEE - Y FEER 7
A BB A pE S B H SR A R R E R A R

B AEEE T - SEEEAA REfE LB R R

C.#MF5e81% - IRHAYE F IR F

D. B A ARy > FERHEEYRE SR E > S ERE T H
B BRAE TY TR (R AR B TV E B R ?

AR
B. U
C. 53
D. R4
4 BE R PReASRI R FRE RO - YA Ergias 2
A. PRSI IR & A R e R R - Nty aaEaE
B.&&ERUFEREEH
C.RHHEAZECRIRS0 mg/ dURT SR R Fe 45 5
D. HeEMI & i
5.LPACLini tes tSERlA M MPRAERS - T HRL A 1 2
A ERERRE KNS,
B. AR ERTEZESATIAER HENESR



C. ERUEEREAEAE

D. 28 F i R B R A eSS
6. B KA LA E R el E - MY & & IR ?

AL RIERIE - TiRESE
B. % - i
C. M4 - ToRyEsE

D.BE4LZ - HImBkELNS
7. NAEERR s A HITE H F 22 A HEhrlich” s reactionHyJFEE ?

A EHE
B.#E4LER
C.PRIEZIR

D. 2 RYHAE
8 . THeT 3% AR EFR B MARATRA - DUBV PR E MBI 2

A FR&
B. &/bih
C. HILBETHEF

D.EEE
9. A FRHi1Q20082UF - 10001 B B AR IR AT B2 HMI PRIRANAE 2R - "1 510] 2 TEHE 2

A ZHEERELE
B. “HE AR ER LRAG
C. Q2007 ZHE Lofehs - UF-10001 75 25 O e

D.1Q200FETELL s » UF-10001 R BG4
10. RRIGHEEZ R RE B A > NI SR 2

A SETE T B4 o

B. 4l

D. e
11 ARRRGAUE A AR PR R 1 25 » 7P TS AT 7 PR 2

A.Benedict’ s test
B.Nitroprusside test

C.Clinitest



D.3% SSA test

12 NBEERARLAY,000 mLAKIIHEATHEE @ SA& ABSERIL » IEH I N A ER UK TR R

mL ?
A.150
B. 500
C.1,500

D. 3,000

13 FEA B T EH 2T BB LMATE S - J9FI TP E > SUBRREERYE

A.$#% (chromium) -51
B.# (ferric) -26
C.®% (carbon) -14

D.%& (oxygen) -
14 . HREE(FERES R EN RO - YA &R ?

A TR RS - FERZ RPN
B.RRESE(FATAREIL RN A - AIATE - [ H ke

C. tae A A LUSHEIRIR

D AT E R LA B ey 2 & N RE A A

15 EEEITHRAENI SRR - I MYIREREIE > AIE AR R E (soap) ZKEERAEANIL ?

A.Sudan III
B.95% ethyl alcohol
C.36% acetic acid

D.1% sodium hydroxide

16 . SORERERERET B IMER R E - W PEE PR G S0%A_E 8L N H I 2 A AHRR 2

A BRI ENERT 3%
B. &MAtiEE
C. B AMER R

D BRI
17 THUEIE B R IRAH OB IS 4R 2

A. BRI E R B
B. & Ay EngAAd
C. R EERE IR SR E b A7

&t 2

=2



D. &r#IE 1B (Prussian blue) {ERIAYFRIRAHAR
18 . AR H S E FER AR > Ty &R 2

A MR A A BseayL ~ 2 ~ 3%
B. fafs 2 IR SEE IR 5
C.Iopas % B R 2 xanthochromia

D. B s 22 2 B i R 4L K
19. ARG A RER H 8 H BF B E A ELE 2R - R A& e ?

A EEAET = B 2 RAH R
B. EE{E R R = RIAHRE
C. EET = B R Fre fe SZ 4B A A

D EEAE R BB i i Fre fe SZ 4B AH A
20 ARG E R A R e 2 BRI > YT F IEHE 7

A IEEAA S wmhE
B. 4l R & LAt
C. M bES BT

D. HAe B & 2 AHR
21 . T EB T AFEEFE R HY b 7 AR T R (TR A B 2

B-141 LH.I'Q ﬂl.-ﬁl:l;ﬁﬁ
A FFIETA
B. K IEHA
C.EMREM

D. s
22 RBHEEERLERUK - B R IHEEI D 7

ARE
B. &kt
C.4t
D. FEEE



23 BHHERS® (peritoneal fluid) RHIBYRCHE » NFI{a & EHRE ?
A R TOREER G R ZH > EEREHYS0% - mTREE A TR 3%
B. 4LImERET #5100, 0001E / dL - BERERA H]REZRE PP PRI ES
C. &M mBRE I - Al RE B RIRE AT B

D. B MEAHE MEREIA SR 85 > HpH{ERIRT. 15 - RIAKEE
24 RE/KAEMEHREET 8 R oy s > BRfslE Z N & Ry 2

A.FFZ (heparin)
B.EDTA

C. N abiseh

D.NaF
25. MR AR IR AR LR ?
A.HEH
B. &Rz
C. 3ePr%

D. HERE
26 . ARHARAETRSRETR - TAIE A BREERE ?

A.Calcium phosphate
B.Calcium pyrophosphate
C.Talcum powder
D.Calcium oxalate

27 . IEERERAE TYIMEE ?
A.Flavin
B.Fructose

C.Ascorbic acid

D.Bilirubin
28 KER S DA — e Orbm i ks - Ty R s O s B E N B S BN M Al BR B A R A 2

A RIERK
B. #&EEI0I1E F
C.pHEFF

D. &EFE R0
20 . BREPE BRI BNV RS EER A% /D tmol ?



A.2
B.5
C.13

D.20
30 . EREEZEE RS RN - MR R 7

A NFEGEEMERHNE (hC6) R iE S R4 RAFfEiE
B.HERE =T (estriol ) {EREAREA (28~40i) AYREEAL - 7] LGB ET R A& BT

(preeclampsia)
C. =840 (progesterone ) {E13Z421% » S HEERE I

D. FRERE T4 S - B2l F =N REE (intrauterine growth retardation, IUGR)
31. THIAMESRIEHINZE (plug) ?

A ¥§5% (Trichuris trichiura)

B.IFEEE BAUMGRER (Capillaria philippinensis)

C.HFE4m4rs: (Capillaria hepatica)

D. Rijlgs ( Zoxocara canis)
32 . BREARIELEE S ( Trypanosoma brucei gambiense) BAEE{EPGTnifEss ( Trypanosoma brucei rhodesiense)
HILLER - TEIfEE R 2

A FLbEE s T EAEPEIE - E{Epg o s T AR IE
B. WEEESER R (tsetse fly) {HEE
C.# e IEMIEIRE (African sleeping sickness)

D. b aasfEsR MR R T HYSEHEERS (trypomastigote) ZEIRHCAY  FEFEPEaIskaRMUIRER R HAVSEIFEERR E

SHY

33 . KiG4#Es2 (Balantidium coli) HIZ&EHE (trophozoite) &IEEH Ok TG - HAMENE AT HEE
AR ?

A FFEE®E M (glycogen vacuoles)
B. &) (food vacuoles)
C.{#%5# (contractile vacuoles)

D. R/ MZE
34 4LIMERHHER S (Plasmodium spp. ) EiZ% » 4LIMERAAEASICEE (Maurer” s dot) - Z#ERIEEL T
HHIS MR 2

A FEMERES (P falciparum)



B.=H¥EFE (P. malariae)
C.UNHEIRE: (P. ovale)

D.MEIHERE: (P vivax)
35 . AEShHERE S RBAR Fy NI A RERERL PR B (E iR » B S E/E] Mg 2

CHEAR4REs (Strongyloides stercoralis)

UL

ERE R4 (Capillaria philippinensis)

e

s5n (Enterobius vermicularis)

o O W
i

CENEER (Necator americanus)

36. MHIfEZ A aam (A& HRA ATAES [REEMEE (pernicious anemia) ?
A 5 (Metagonimus yokogawai)
B. &Rt s (Opisthorchis viverrini)
C. 4/ NafEif&a: (Hymenolepis diminuta)

D.EEZUGE &S (Diphyllobothrium latum)
37.Creola bodies RFA Rl B MUE E0H B RER T - HFETEH YR ERER ?

A BESTRE BRI
B. HOIREEE SR E R 4TRE
C. i Emz4AE

D. iR 74
38. BN Ry —PROUEMRBG SRS R - tieie A e I Z U EIERG/ME (oval fat body) » BT ATEHEEAS AR Fy
faf 2

p

A FRE
B. FH&#5
C. &R
D. BtRzH

D



30 K ERE - HeARAGEL NIl PR IR B A A T H 05 M e AE A 2
A LEE
B.EALHE
C. & &N
D. sEtfERES
40 . ARISERER 0 MBRE T8 - MR S BEREHYTIRE Ryfa] 2
A FE MmBRR%
B.&fRRALIMER
C. &Lk
D. 7 A sk
A1 . EHEESR A BN (transcription-mediated amplification, TMA) #E{THAZIAURRM - TR (A%
WAEE ?
A TMASE A HIDNARY 28 8
B. BE BRI ER Y S e
C. PEHE ) FsRNA

D . (o AR S+ HE T (M
42 . THIDNA polymerasest - fu] Bl ELAZ 4HARDNAYE BLAERE ©

A.DNA polymerase «
B.DNA polymerase S
C.DNA polymerase o

D.DNA polymerase &
43 Ty EintronZ5" splice site ~ branch site B2 3' splice sitedVPREFE%! (consensus

sequence ) ?

A5 AG-aee e Ao GU-3
B.5"-GUecmmcoaaao T AG-3"
C.5" -AG-mmmmmmaan Goeeee GU-3"
D.5" -GUeccmmmmaaao Gooeee AC-3"

A4 TNYIWAHALE R - A A R IMRIBH T E AL EE2R& (photochemical fusion) ?
A.TT
B.AA

C.cC



D.TC
A5 BRI o BERHIRGIE - A& AN EE ?

A.liquid phase extraction@tEATF1E5E P EEHEAENRHHER - $EA S T HEIT78E

B.solid phase size exclusion separation@—fHEEHEATFA/NAE > FEE (matrix) FLNEHE
BN Sy BERL it

C.solid phase ion exchange chromatographyHl]FEAR T FHIFRE T Bt > 72 B AT T4 B

D.solid phase surface adsorption Cor affinity chromatography) FlIFAA T EIAVERFIME: R B2 HETT
par:id
46 AR E (PCR) HUERE B4R = (EPEELFT4ERE - TH I AT = (P B 2

A.exponential phase
B.elongation phase
C.linear phase

D.plateau phase

47 ERFEALEEHEACE (fluorescence in situ hybridization, FISH) - NHIMfaIfEERET A 8 FH A g HIAH AR
HE{EHE (cytogenetic analysis) ?

A ERFEHE M4 (locus specific probes)
B.frsraafEst (mitochondrion probes)
C.E% B8t (centromeric repeat probes)

P REEESt (whole chromosome probes)
48 . DNAGK EH oo i s 2l - PHEE Ryl BRI (% » AR FR R OV At e S i Ry o] 2

A REmELE
B. HigHRuaLE
C. PRuZE

D. 5- FHEL A g
49  EERENGSSZERS - EDNAH B2 FindexEiEbar code” B EEZEMY H Y Byfa] ?

A I RER
B. A DM —E e S E o [E] s 0 At 2 (B e B T 5 1
C. AT LARIFF #4118 2 IEDNA R B

D. iBIDNA R EX[E EEE b -
50 . FI s 4972 (melting curve analysis) #EfTE—ZEREZLAIME (single nucleotide
polymorphism, SNP) HA&H : FIE-F A e[ fE i 4R EC/ TR ST (heterozygote ) BEAMIIRERGSE ?



it 8% cic Mt

82 84 86 88 90

AE (C)

A {EA -~ Bif&R
B.{£B - CHi4z
C.{£A - CHigz

D.A~ B~ CHig
51. FlafE s mERERNER S » [ EZEME (library construction) 2% » NEFEFFIE SHGEHHE N E

(polymerase chain reaction, PCR) AK&EMiE (amplification) ?
A .MiSeq (Illumina)
B.iSeq (Illumina)
C.Sequel (PacBio)

D.Ion Torrent (ThermoFisher)

52 .PCREZFEH » primer g TAXBEIUKHVEF RN » TEREETprime rBFHYERE - FHIMA & Bl & ?
A.primerfYsecondary structure @/ MEAIPCREYISKIVE &
B.#%prime IV EE » A% primer anneal ingfEE » JHE EAFIEHIFE40~50C

C.primer AREHYS W3 Ui/ G0 - &P primer dimer

D.primer HY3' Ui o]l EEMEARIE L AEAVRFS] > #Eprime rEIIERITE
53 BEEIEFERIZEE 248 (ARMS) IR » oI E R A E ?

A BT ESATEAPCR (allele-specific PCR) {&HE
B. o DMEHIEL A R AR R FE R 22 S5 B
C. B TR BB E K it

D. AE#ZERI4H (internal control) HIPCREYIFRZLERBAHAVPCREY)E
54 . 0bES (microarray) ViR BYEAE A3 plOES [EIRAL & RGE (light-directed synthesis) EAELEEA
(spotting) - BHFY 2R » NHIMa[E A EE ?

A EEERERVERST R LU BAZ % (oligonucleotide) FRETECDNATRET
B.EBAELENIRR - RS EE AR P A



C. 5 B & EO AR S DNAREST
D.Taiwan Precision Medicine Initiative (TPMI) ¥RFHAYGEH (% | B HE A &R ARy SR
55 . ARMEEVIEIFE A (chemical cleavage of mismatch duplexes, CCM) fbgysik » THIRCH AT A
AEE ?
A . AT LUE RS HIEEZE8 (point mutation)
B. HHUIE A B/ N AL 2e S RE I B
C.FIH—¥EEE RIS T (primers) #E{TPCR - 188 ELAVELEY A AUAIDNA F ERHTA

D. r] DL e Mg e 52 EE 7k (non-denaturing agarose gel electrophoresis) 44T
56 . AR R o BEEEE & LIE

A ERRYYE
B.iw AR IgG
CRAHY TaM

D.m A
57 . B B EAZ ST (sequence specific oligonucleotide probes, SSOP) #E{THLA%%! (typing)
HIRCIL > THIMe i N ?

A fEFE S LAPCRIBURHLARR R - Ml i i i 5
B. fee A i 2 2 M B
C. B EREeT n] DAEE & Z 8 LL_EAYHLAZ AT BN
D. mJ LI FAL LN AR - AR A R AR
58 . MM R T e RV e EEE © OEEES S HIE QAR (marijuana) Z#IGEE (kinship)
& R A A
A EDOD
B.EZ@®
C. OO

D.O2®
59 . BRPCRIEES AL E » MY ERAEE ?

K/[\QE)FEE/EJIﬁ:XIE% TORE
B. iR S & B i AR
C. i THE& THERIER » mEEEENENE

D. fEZ st LA (well) #EFTIRERHA
60 . 7 A\ EGFRESRNELE 1% - AR B A DNAZE S s B — R iR S 3 7



A. (EFIblas tnEEEE Frai RELLGFRIFAE R N FP 5]
B. E/blas t pbL ¥ o & SR B EGFRIEAEFL N P31
C. (EFIblas tx BB P &5 SR B EGFRIEAEFL N P31

D. (EF tblas tx EL¥7E Frs R EGFREEAE RN 5|
61 . THIiERZ B iR iR r 2= M Blgh 4R s s T i 25 44wl be 2

A RZEREIRRAD - G TSRS | B T AREe AR S ) e (822 > FFEM laminar f1owsKIERTFE [
Ik

B. "HMINCEE | saT R R
C. "#xlgEdY (amplification) FFERREE | AYZER 2 IEEEESS

D X Bk 18 PCR g e I AE (R — {8 {F 5% 22 ]
02 . FEREREHFENERERMEEE 72 - $HESARS-CoV-2 RNAAPTU{E 7 ZE I LS - T & BN E
B SN RE Tt 2

A F2ESARS-CoV-2 whole genome RNA
B. FR At A fS S AR B IR
C. AL RGP R A e

D. Rt A AR S - SE R EAEGR
03. BN TERENER > MIIER EE ?

A . 7 B A i Bt B AR B oK A & 1
B. 75 7 B T b £ B8 > BMEA = R R - i Es 2 A TEPHE it
C.orFiabaz @ e Etahy - 7HEE] € aE fe e Eaglar ~ o ~ 2SE
D. il ERErmE NS EE 2 H D@ > SABINERE  TTESRENVERS FERE - BUHB—hAR
s
64 . \NJEANPE4EAVRNARERE S - JEA W RFHEEAbands » (X ZZRNARYSEEEME: » HE{febands o7 FlE
A.8S rRNA ~ 18S rRNA
B.18S rRNA ~ 28S rRNA

C.28S rRNA ~ 60S rRNA

D.60S rRNA ~ 80S rRNA
05 . NHRfE T Am A BT SRl ?

A.PCR-RFLP (restriction fragment length polymorphism)
B.real-time RT-gPCR (reverse transcription gPCR)

C.real-time PCR



D.transcription-mediated amplification assay (TMA)

66 . AR BLEAEAM R 2 (F RV ECE - NYIE A EE ?
A.tetracyclin * 30S ribosome
B.trimethoprim : dihydrofolate reductase
C.fluoroguinolones : topoisomerases

D.rifampin : DNA polymerase
67. TR ZE16S rRNAZE & EH R ME 7 T E R A 2

A.16S rRNATERZEiEF - B A HE (high copy number)
B.16S rRNAWYELARFFFIFEA [EfEAHE R > BA 10ff =8 R E
C.16S rRNAVEAFFYIfEETER » B =R M (highly conserved)

D.16S rRNAE A e HVEEAEFSI] (reference sequence) HREE
68 . Hreverse hybridizationfViXEEtabnEdl A TCAINF SRHEAVAR AL - Higk b BRpi 21&IER - A&
IEHE ? OFF MG [FHETPCRIEMSAEATYCDNA Q8 A Y B AL N AVET SR A AL Er I PR BT PR 7 TR S
(ORNARZHESERC A DN - DinRgslfs QUIRHGE C M XWHEER SR ©FTECKIE

A.@D2BE®
B.@0R@®®
C.B302E®

D.O0@2H®
09 . 7K L > HCVAN sy A FIFERIAURE R A0 A& — - i Amastadl] C RUAT SR AN oy UGS SR A0 A [E — - A
fae Z A MGG SR Ry (A 2

B— - HOVEEH BREE B - CEFAmHRES R EN
t7st EEH| ¥E EER: BERY | EEES | EEEE :
1-GT1 -T-T-1-T-T-T-T-I- - [- - I-T- - IR et
2-gref - [-|-]- AL
3-GI3 =1 =1=[=|=1*°1"= B N B R e
4-6T3) - | £ gl BE - - |- |
soem|-|-f-[-[-|-|-1-]-1-1-]-M@-[-/|-[-]-]-I-
o-ate|- |- |-1-[-|-|-]-]-]-]-]-]- - |2]2]- |-
reamf- |- |- 0] - - ]--]-]-]- 5 |2 = |2
gegto| - (== == |-[-{-|-1-|-{-[-|-]-1|-1-]-
5 .GT1-
GT8
- BRI R
b o _'j\
TheR ERR BB o
I e eE——— gy
B OE
4l gl

A HCVEAAI ]



B HCVE:AAY3
C.HCVAAAIS

D {HHAEH R
70 . B RERAERVRALE - MY &R A EE ?

A IR0 ~ 0SB RHE Y RS MR AR 1 » FIiC & REBI R 0 e o R AR SRS L

B. U5 — TR BT R T IR 0 B - BRI S = A (trisomy 21) HEYT0%

C.HE34pks 22w - Gl R T R A
D. FERIERERLIL,900~1,71000 > A TELEZE R

71 NE R E g ik A S lE (GoPD) Sh=iE (FEAE) FKIFHVEMEERY - " FSRNE ) R

O,

4 3% 3. 9A

/O B BH A

— Oz
' B/® s in

A/ © %@ gu/on

A IEE B
B. i B
C. RSN
D. R

72 . Nl S i i 2 & e B g IR 2€ 88 & /57 (tumor mutation burden) ?

A . R EFFE (Sanger sequencing)

pguil

B. Bl E & A EE E (real-time gPCR)
C. XK EF (next-generation sequencing, NGS)

D. B bR & RgEEASE (digital PCR)
73.Irinotecan (HUfE%) /& H ARG B EIFMER FRVLREEY) - HE 5 LIRS O MmBRE
{3 F I 2

A FOREEFERS (topoisomerase ) S E s e FultAvEIEH
B.HCEEE P (interspersed repeat) e BUMHRBHE N4 S EAYHF

C.UGT1A1 (UDP glucuronosyltransferase 1 Al) FEZBEFING » &SRS

FRIEH - Tol#E



D. DufiE 2 i 1% e AR RSN 38G - &L PRI
T4 FEIEFEARE S - AR A EY) ] g AR L RIS 5 2GR S A 2

A FERISEUERA (proto-oncogene )
B. #0#E A (oncogene )
C.HE R (tumor suppressor gene)

D. A ERT 2N (growth factor receptor gene)
75 . APCR A A A M SE B M (3 1% (acute lymphoblastic leukemia, ALL) AV E¥EFEER (minimal
residual disease, MRD) > FAHIFG ] E A i

A AT U E R 4HRE AT A HYTCRERI GRS AT A B
B.ALL4IAE.2T region AR AMRVOREI RS » SRR HEaeaTHESt
C. " ALL HY4HRRELA FEERVIEFMMUES » U5 EEBE4E

D. ®HITE1 7 10008 & 5 F H MR mpE
76 . FRARRE ERGFHEDNA (cell-free DNA, cfDNA) fE AP ZEdtEiE={2E (companion diagnostics) HYf@
e > NIRRT A

A.FTfE A IDNABR FHERIMA > ¢ FDNACRTFRSRERK, EDTAS & (£
B. (EHc IDNAB I ERIMAET » BRI VAR A4 CAATRRFECE . » 50 c DNARE
C. cfDNARZ I 25 B 1% 28 FE B R pa T2

D). o fDNA =] F 7 PR 25 i 5 117 T FE EU ] o 2 Fe i e
TT. N H A 2R A 52 CYP2CIRS N 2 RV 228 7

A.allopurinol
B.warfarin
C.abacavir

D.carbamazepine

78 . FifiE AN ZE B Ay Tt B AR TS AS T S AT G RR AR ?
A FHIBRT G
B {EEREEYGIF
C. PREEEa R

D. B GaR
79 . ERGHERE BRN A TREAVIRRE H B ME (heterogeneity) 15 » BREFEMAARMAVERZEE 0] DI R AR
THRER e EEY B HIIERY o NIRRT AR S e A AR R IR AR N Ze8E ?

A IRICE GRS e (PNA-PCR)



B. Bl B S E A E (real-time gPCR)
C. iR BEZE 2 24t (ARMS)

D. K ERF (next-generation sequencing)

80 . NN B EMEALIMERIE 2 (polycythemia vera) HARH ?
A.JAK2
B.KIT
C.ALT3

D. NP



