114# % - A B PRE 2 FIA A8 2 TRFFT Fre FrEpFy
FATFE T F  F R~ F RO P ILin R R

= B 3308

WA F A

PP L FEA T RBETFERAGRE (s £F2458)

j';;-é‘ﬁﬁ? ’JEE’b }j:%fu

LR | AR TS
%z&gﬁ%%%—%?ﬁi 5 gﬁi&gt{j—{ﬁﬁﬁiﬁﬁ%ﬁ%%% .

| B2 IR 1ERS (Treponema pallidum) HYSMELERES - T FIa & & AN ERE = ?
A T 1 B B W 5
B.oH (A 2= BN R
C. &R

D AE iz 2= B M 8%
2. FEREYIEE (flat-field objective) 2/ T MR T HIAITE (G FHE 2

A =
B. HUEAH 2=
C.&E

D. 17 &
3 . KOVAFR L& Z 8 B o B R PR Ry frT 2

A.300 xg > 377##
B.400 xg » 577 ##
C.600 xg - 377 §#
D.800 xg -~ 557 ##
4 B —EiRORERE > SRR RELFEOEE > IR RERA TIHTEHER T ?
A.Bilirubin
B.Protein

C.Glucose

D.Occult blood
5. M EE A o gE HIREA/R (Ketonuria) HYFRE ?

A RIFEEK
B. ¥R tg R

C. BEFR IR



D.Fanconi (X fiE fEEE
6 . BRI PR R I Wi (B i it > R 5] &5 8 5 2

AVIEH AR 4y4.6~8.0Z 1
B FRRR W - €95~62H
C.B/NERE TR K EHBEME

D . {58 P PR 40 B i (EL RS A 2 PR BB B = (R AT 2 28
T BRI T O PR A 2 RO A &R SR AR > R B R Y

A SAAR AT RE R o R B 5 1 ~ 8 I BR e i 5 Tk

B. A &E t 3R g M PR R

C.8mIUa ] RANE - gk - ginsKEEE

D . 00 B BT HE T PR R 5 B R

8. MRS AR 22 > ClinitesUAZGME > JIRRRTAlgE &R ? OFAE ORRE OF
M @EE

A.O®@

B.®@

C.O®

D.@Q@D
O FRRSMNEEHZLLE - MMAEINRIER - &A TRE R Ny E ?

A.hematuria
B.bilirubinuria
C.melanuria

D.myoglobinuria

10. NI &R iR iR & Z TP aR 2= ?
A RBITEEIER

B.x&ARE

C.ERERBER

D. RZER B+
11. NAIE A & B RRPR R A 2

A EEEHT &
B. 2 iE Bt

C.aldk 5 B HEE &



D. RIUAE B A
12 .75 BRI 2 (8 V8 M AR > R 31T gk 2

A VB BRI 2 F S 545 B ELRG JE Bt
B. 2 — il 2 {3 78 fn &4 B ) 80N Ry 100%
C.BEAZHE ~ ARGRAGEREGMT

D. &y B (78 1 4 BB LAGuaiac By = R
13 . " Za] A A 0 5 7 e mT A B o R 3R I ST ZRORSE 7

A.Eiken OC-SENSOR- 1 test
B.Eiken OC-LIGHT test
C.Guaiac test

D.HemeSelect test
14, T8 55 4= 23 B AL )R o] DL B fg sz e ~ AR R K/NKRE 5 2

A 4R &
B. "k &
C. &

D.FPRE
15 FEE Mo THIEE A A e E PH 28 7

A AR AR AR
B.APT= B
C.Watson-Schwartz%

D.JRIEZJE (urobilinogen) E &
16. THIMr] & &R DUl M e e AT AR ] 2

A B MR b
B. &R EE#E 4L (carbolfuchsin)
C. 1R

D.&te%e (crystal violet)

17 . #%ktaae T > FIMTEAEHEELE (Prussian blue) 1 ?
W EY i}
B. .0 i = & Al A
C. 2 b Y fifi 2 B 4 e
D. & WEAL I Bk Y W 4 A



18. A RAMS# B8R (CSF) HULEEAgSR - T FIRal (] & g e 2
HEEN (B2-transferrin) AHBFOMIE - RIEL AT LU ) €t fe /& & Ry CSF
B . 4 R U EE 0 0 4 P T 16k 4 T R I S BB 2 M R 3R
C.HLE& % (creatine kinase, CK) HYCK-BB[EIZOEg > w] LAFE (i &R 4545 Bl A 1R 55 0 B TR R HYERE

D.#Wi A58 H (Myelin-basic protein) ¥R ZHEME(LEREAH M - B2 AT R EHE T 7R
IR RS

19 . CSFHY4HREIE B ia & - 15 B M E K (hemosiderin) RMAREBELS & (hematoidin) HEAET
A1l e T2 41 e

A HREEER (lymphocytes)
B.4%4MHE (plasma cells)
C.Z=EE4AE (ependymal cells)
D.

EWE4HHE (macrophages )
20, EESANEBEE AT ¢ MFE200 mg/dL ~ KA BEIRAE B 130 mg/dL > T 51 H)58 A] & 5 ([ HE ?

AR o B B R R A TR R
B.MmAE#E S - B2 B8R A B R
C.IFEEH - B2 B R & & KR

D.MMEER KEBREEERS
21. AR —IEEREL2 R (exudates) HYIE B fERE 2

ALHRES

X

+

B. &% 9K
B E o B

D. %5 Ei
22 A RASLBEMEIRIE P i B A B B HR - T HI RO ] & 8557 7

A Bl 8 A7 1 N
B.#BEBD KRNI g/dL
C.BE & EZ K245 mg/dL

D.M&E—MKHEHBEZZEKRNRL.2 ¢/dL
23 KE /K e[ fE M BRAVAE S 5T 8 BB 2B H S EMEERB % (spontaneous bacterial

peritonitis) ?
A FREEER

B. B fZEK



C.UEm M A ek

D. 0 T 5 ek
24 FHMIEAR ZBHE (exudates) FE/KAVIREREIERE ?

A tefg 2 HE VD
B. AR MmN EHEEEE >0.5
C. BB E Y AL BE AR @ lEEE > 0.6

D. A mEkEE > 1,000/ 1 L
25 . BEEN R AT B S5 3R 5 I Bk A 2 > i (oF B el R A R IR

A.1% HCI
B.0.3% NaCl
C.Normal saline

D.Samson s solution

26 . BEETE TR R B neut rophi lfmacrophage » 1% B fE 41 2
A.LE cell
B.RA cell
C.Reiter cell

D.Lymphophage
27 N E AR EBEALE R DA 2

ALK
B.ZR
C.#fsE

D.AI5IER
28 .eosin-nigrosinF ik T B AT 7 M As &89 T %[ & 2

A B H
B.iP R
C.fFiET

D.&EEET]
29 . TEHA & A B AR 0 0 & A 2B A IR E (Down Syndrome ) AYARED ?

A. B8 -hCG (beta-human chorionic gonadotropin)
B.CA-125 (carbohydrate antigen-125)

C.AFP (alpha-fetoprotein)



D.uE3 (unconjugated estriol 3)
30 FIH R g o i AR E R R 2 NJEG B IRSERE > gHEI Ty E ?

BT o RETHIDUE
TP A KEITHI Pk
TR A FE PR R E R o KE TR

o W =

Pl a F1PL B RE T PLRE
3. MM E M E AN MRKR HBE > 8RR M T fé% 8% (microfilaria) AYFEME 2

A Wright' sftaik
B.HematoxylinZk ik
C.Masson s trichromeZ:tajx

D.Hansel  sZetaik
32. MAf 2 EP £ P Kk (Heterophyes heterophyes) & e AR E0 s B AV F A 2

AR ER
B.&&0N
C.HE4h (sporocysts)

D.®4) (metacercariae)
33 . FAMa FH A S & (Metagonimus yokogawai ) Jil&sHYEFfEL 2

A BB Hi & A A FE AL
B. UN % R 5 o AE & A 1R Ui ST
C.EE AR 4R b

D. K/N49AL1.52ZK (nm) £
34 HRAMHEFKE (Entamoeba dispar) BRI KE (Entamoeba histolytica) &R
(trophozoites) BYFFM: » T FIRHL o] & $E R 2

A ZHEIPRE B2 P R )
B. “ AR GE BN E (PCR) &5
C. A& A IZEL MK
D.&ENEFEE EELDE
35. Ry TEIFFEHE & (Cryptosporidium parvum) Ay > %1 {a] 8 &R FH /K 0 R R 5 VA B FE 2

A — RN B E
B. &b
C. s A



D. LB &b A )8
36, T & & ABE R Z AL« 8 (Dracunculus medinensis) AY = ?

A 1BE&HKE (cyclops) HY4AEK
B. 7 (5 111 B /K 7
C. HEGMLHE A LS

D. ik (ticks) 0T
37 AFTER ARt » 1] % 9 pHIE 28 {b B 28 2

AR
B. &% B
C. KK

D.¥FK

38 . M2 B R SR T (5 M BR B M BRSPS 46 1 OEVBCHY & ik » S8 15 1 B4

BRy150 - N HIRCA AR & A 2
AR VKB & ] dHAE 1% - AT E Al AR /N oy &L M ER L (5 1 5K
B. B A IR 7 B8 B (i ER o DA op PR EREE B i %
C. iR BeHy 5 MEREEEZAE~ 1,000 WBCs/ L

D. B EWVE SR SRR E 0.1 «L
39 .117% o B -hCOR & =T JE A B B 1 S A S5 R S M PR - N AR PR Ab 2

A & EERE (choriocarcinoma)
B.IEk54HHEE (nonseminoma )
C.lE%E % (cholangiocarcinoma)

D. A& EfER (endodermal sinus tumor)
A0 AEFEIHEE R E RS E TR - S MEN AR AR HEC S > Ty &S 2

A SR (testis) —testosterone
B.BS TR (pituitary) —FSH (follicle-stimulating hormone)
C.Ba# (placenta) —progesterone

D.UNVE (ovary) —hCG (human chorionic gonadotropin)
4] BNl EOES 4B RERE (substitution) WYL EREW] » A H A #EE ?

ABAEERENERY T > &£#F ¢.761985571C>T
B. 3 AEAERNAFP S > &85k & r.250c>u
C.R#ELEELHEFIIT > &% p.Leus4Phe



D.&#4&EIETFIIF » &88% 5K 1.1382451C>T
42 A AR B N8 T A R A EE A B (stop codon) ?

A . UAA
B.UAG
C.UGA

D.UGG
43 NHMa E X 5 5| #EDNA double-strand break ?

A =5ME (~260 nm)
B. ¢ #ksE ST (ionizing radiation)
C.DNA#R AR (intercalating agents) W Z$E (ethidium)
D-uﬁ 75 (mutagens) WIN-methyl-N'-nitro-N-nitrosoguanidine
44 FRA4HSE D (histone) BAFEEHGHIRCE » T3 & A B &
AdMSEA R/ N T - EEEAEREBNEDE
B. 7% I > MHE P euchromatic regions » heterochromatic regions#i/bE[RFEE
C.4H%%ZE 9HI o {Fnucleosomal DNALE%ES o 2%

D.4H@E AN I EEh - s LB E e
45 ZEEUVAH A% eV IEFE » B formalin-fixed, paraffin-embedded (FFPE) Hydeparaffin® #% ik
B . (Dxylene @proteinase K ®@ethanol @DNasezZRNase

A OQOO®
B.OQOOB®®
C.OBO®

D.DO@®
46 . HATKBE 20 T A 2 > EREEERERIMEE (column purification) ~ A#ARZH4IL
E SRR AR TASE > T AR ] 2 B A A

2

ZEHY

AEREFERA AR FREME - BUCRS R IEREREHIFR R
B. AHIS B AL 4 b 0E OB B 7 FLE U MER] (SDS) AR FT i & - #E{TDNA%EAL

C.HEBRZEMAAL A E A FpHE B+ 585 (strength) BYR[E - SHPZERAERELZIE 2 IRV MO RE ST - #E
{TDNA%EAL

D. EAMI AL AL FERY ~ A NE R ~ EER
47 B nested PCR 1 PCR-sequence specific primer (PCR-SSP) AV » T HI{a] # iz R IEHE ?

A .PCR-SSPAT{#H FHHYTaq DNAE & - EN BE B3 'Im 25 ' Im/MNIEE (exonuclease) V&M



B.nested PCRA] LA (K AE ¥ A $5 52
C.E&PR F > PCR-SSPH FH I 25 H 1 5L R Ay 43 7

D.nested PCRIZJETEBNITHG » &5 KF RNAKZ #E 8% 5 cCDNA
A8 FARTREIMH R EE LRI (restriction fragment length polymorphism, RFLP) AY#L#l » R4
o] 5 5 N TR HE 2

A A 3 R R R FR A i B Y 43 BT
B. F| FH PR I B 0 9% 3% € B DNARY 15 72 7 51 2R A5 43 A7
C.u] g /7 BE2#E (Southern blot hybridization) 23#fr

D. AR T T
49 . NHIMEFE A& R R & H R fe IR E ERISNP 2

A PP S P BB R 4H 52 (aCGH)
B. G ##HDNAf#f#E %] ( cDNA microarray)
C.EMEFEEMMES] (oligonucleotide microarray)

D.&F &= (lab-on-a-chip)
S50. ENJEAEREE T > SPEE—ZEBLAME (SNP) Wyt - T & & A EE ?

A . SNPHE 18 B 4=tk (biomarker) - FHAR T il B4 5 ¥ 9 A AH B8 ek
B.SNPEF AN R 4RIERE (coding region) HHAy%EE R
C.SNPIli A —E g i g B 1 BN R IR A (phenotype ) 725

D. A SNPELZEY B I FEA RE » AT1E Kol A(LB&HE (personalized medicine) HYFFAE
51 . TREEE (Association for Molecular Pathology, AMP) fE201 7 AfF"EH & F{TEF
(massive parallel sequencing) "{EERPRIEFBY~FHAI - FBEE R TIF A BRIEAFKRE - ZTFRIH
A S TN A — BT AR 2

A ERPRE
B.EFramE
C. otz

D.#&&EH
52 BAjAchemical cleavage of mismatch duplexes (CCM) Fiffy » T ¥4t {a] # i IE#E ?

A AR AR RS PR A 25 {18 fi 7k 2

B. K JEF Zhydroxylaminef& Bfific ¥ 5 52 g 5 o #Y HY AR 5 0E ( thymine )
C.KIEFHpiperidine#t BHEAMRAVMEIETE (cytosine) KAGBRMENE (thymine) B HETTUIHE]
D AR (/NR1 kb) DNAR EZ o3 #fr



53 et RE S R EZ ERAEZEE > TR > AR H R A EE ?
A RS YR BT R E (R A Ry 2
B. G N ER RV BRI S - MR RS
C.#E17r J7 B BEANT - [ FHRNASR S LEDNASRSHE M B BT 5

D.peptide nucleic acid (PNA) £V FHZRB/V T EER > HILE G E2ENER T EHRCR
54 FHMaE 7 A R FIAH B g M R R ey S R 9

A 24 FEF (whole transcriptome sequencing)
B. &4ME T EFF (whole exome sequencing)
C.2ER#HER (whole genome sequencing)

D.fEHERNER (targeted sequencing)
S55. B ET M T+ = B E (reversible terminator-based sequencing) EYELHE » %] & & IE
T ?

A IFHEBCE AR EFF (terminator) RN &%
B.al#i B+ (reversible terminator) f#EEEZEH M (dideoxynucleotide)
C.IMAR B RKE » AT DLEE T —(EENEF

D. it EREA A IEIE (emulsion amplification) JREE
56. A e fE i firdl e > RECGHNETEBELIE Z 96 ?

A .DNAfEF f1 — 4%k (2-dimension electrophoresis)
B. 4 EIKFIE L (mass spectrometry)
C.5® M &Mt (gas chromatography) FIEzEE (mass spectrometry)

D.EAE K 48k (2-dimension electrophoresis)
57 .DNAE, A LR R EEE 72 B Al o MR8 7574 > TR & i A EE 2

A .DNASE: J7 (5 Fl Z $R 8t Fp IRV R G T 38 EARSE E R BN 41
B. DNA&, F B2 At (B R i #0767
C. #ETTDNAS 7 o3 AT AT > de ST DA 85 0 25 HE 1T i 0 52 i

D T AR AR R 72 e mT DA T2 oA R HY Ak PR 838 5%
58 . BN P AR ST — B a B S (PCR-sequence specific primers, PCR-SSP) fgHIHLA%
{ir BRIy RE > 31 ] & e I 2

A TR &r & BUE S [ HYPCRAS I 4 B /2 (] 1 5 (i AR X
B. AR5 | 745 & B 2 1 5 (i B N Ay
C. & A F AN



D. & & AR OREEW (anbiguity ) AYEE
59 F#E% (paternity index, PI) HIZ @ O FRIGAYEIZALE (likelihood ratio, LR) @F&EH
BRNGTECHIERE BB E/ N T EHEER OBREBR/NNLTEAEER TEESZ /N
e bk ES

AEDO®
B.{£®
C.EOQ

D.E#DOO
00 . Bt LAPR Rt e #E 17 70 T-im Bty - N YR T & e A 2

A RES TR EEFE2~8C I HE R
B. LR & 52 B B HY 25 B S S
C. PR & pH{E A A » & 1 1R 3 [ fiZ DNA

D.RZFEFRERAK > & 538 BDNAE fi%
01 . R AR 53 At Z DNAR 31| 4% % Skt /e o 51 A 1T LR PR ¥ > RS fEBLASTRZ U 2 . 2

A.blastn
B.blastx
C.tblastn

D.tblastx
62 . 1 0 B B 2t I 0 3 E B B e R 3 2R 28 ( SARS-CoV-2) RNA » = 8E{AF2M: (false negative)
B B EEET YRR DXEEhEnE ?

GETTHEE RS ER4E (positive control) MIEK

A

B.&ETEENNEZEH4H (internal control) JHIE
C.EETHEE e EZEHI4H (negative control) JMIEK
D

GET R SRRV ERI4H (reagent-blank control) MIEK
63 . BN EBEE S Tl E MM E 2800 > Tyl ER A EE ?

A Z2/DFHEE = (E I H TAF &
B. ¥ 817 TAF B ik 2 IRy B &R aat - M E B M E
C.EEAYVARAG AT I B TR &Ik - 22 S B ak st Ry IEBR

D.postamplification roomAVZE i H kel B &R » & o0 ik Bk /5 44
64 TR FME 8% /- Z A% (transcription-mediated amplification, TMA) YR flTh 7% 55 &
> N HIRO ] 2 A IR 7



A HEIE Y E ) FsDNA
B A A8 A2 75 S 1] FH JiL FEE Y A0 82 A i 0 % T
C. i I Hr 75 22 i FRNase H

D. A BE{EHIRNAE 55 ° K BE {E HIDNATEK 5%
65. T EBIN L NEEIEHE ( 8 -lactams ) ZEY) 2 FL[R ?

A.gyrA
B.ermA

C.blaTEM

D.vanA
66. FHNIAR—4B 9% 3 - BE PR b 5 BE DAL R 47 1 fa B 2B 17 A ] 2

A.HIV~RSV~ JC virus
B.HPV ~ HCV ~ BK virus
C.EBV ~ HSV ~ coronavirus

D.HAV ~ HBV ~ measles virus
67.F5FH16S-23S rRNA internal transcribed spacer (ITS) REFNFIEMEE ENEK » THIK
At fe] 5 A TR HEE 2

A HEAE A %A — BV ITSF I14E H genome
B. A~ [ & et R £y TTSAE DL 8 s
C.ITSEEMEHYHEALRTB116S rRNAA [E]
D. &M% ¥ primerssKiE{TPCRIZ &
08 . #2 83 B SR ER4HAE R 1 1% - DU FIel i 7 A B fm AR PV EARER 5 (CMV) WY EBUE &
=7
A.PCR
B.hybrid capture assay
C.pp65 antigenemia assay
D. W&
09. BRI E o o BBl o - THIMEfE AN G R AR E R E A (2% & 2
A.arbitrarily primed PCR (AP-PCR)
B.repetitive-element PCR (Rep-PCR)

C.multi-locus sequence typing (MLST)

D.amplified fragment length polymorphism (AFLP)



70 B AR ADEEMEE M B HEREY AR A By ?
A.Z=E A (THAT type)
B.JE#EZEA! (FIL type)
C.EEmgui Y (SEA type)
D-fininse®t (-a *2 type)
71 .Factor V Leiden 2 AJHAMEE AR FERED—MEERA (1691A>G6) » &k Jo KM & St E B
SyEA MM - WTEFT > EA>GEEGHIHEFS (factor V) ERNAPCREY) AT E Ay H th—{&H

Ml IFRFIEG DI - 35 81 ¥ A homozygous V LeidenZ Rl B 1Y in #8 #1TPCR-RFLP 7y + A by - 1F 3
fTPCR% > W PCREY)EAMn ] [[R HIEG 52 & K IE » WA E XM 1% » BTEIIE ST EEASEE 2

Mnllinf  MnllEnfe
¥ v

F5 R B — *
<4
* R G B
AL T (B £
B.=(EH B
C.rufEH B
D.—{@H B

72 .EML4-ALK/Z TS MM 2 8BS (anaplastic lymphoma kinase, ALK) Flié&ERIZE Ay —FE - Wi {E
FAB AT A FAEEMLAYME T (2~ 6~ 13~ 14~ 15~ 188020) 454 FIALKYMNE T-20 % #fE -
PART-PCRA FHEMLABLALKFF £ AC ¥ 51 7 IR Bl & B RR 1T 70 A7 o 2058 DIEML4S M 1 1 348 BC ALKS M 8
20095 T ke b > A AOH H N YIR—fEEE B ?

A.EML4 (exon 13) -ALK (exon 20)
B.EML4 (exon 15) -ALK (exon 20)
C.EML4 (exon 20) -ALK (exon 20)

D.EML4 (exon 6) -ALK (exon 20)
73 . E#EER (solid tumor) - BN ESAERI 2SS &5 (tumor mutation burden) AYELHL » FHI{a
e IEfEE 2

A BEIDNARENZEENEE
B. ARNEEHNEEEHELREE



C.ANZESE TR NFTREE(ENVEE

D . i 6 4H &% P 2 PR Al B EE R
74 .VKORCUE A e N C#HwarfarinZ8 ¥V E R > T REENEREFEHLEMENERNR ?

A fE 2R (microsatellite)
B. B — e %A (single nucleotide polymorphism)
C./aH BBt (short tandem repeat)

D.EKN4HEH
75 . BN KIEE R > K-RASE( B-RAFEERIZE & & B2 /1587 (Erbitux cetuximab) EZEEEEY) )G
fER > B FEEAYE R B ?

A. G R EEY) UH A

B. &3¢ FEGFRS iz B S B HY (B ERAL (catalytic site)
C. & 45 R EGFRS Rz B e 1 i HO sRUE B AR R @05 (B
D. & e AT

76. DI TERH B 2E 88 2.4 (amplification refractory mutation system, ARMS) FHIfREAYZE8E » T
FI B A A 5 i IEHE 2

A EHAKZEE (peptide nucleic acid, PNA) I % 4 A AYPCR
B. {52 FI PR il B D) B B 28 AU A
C.R BT Bl Ze ST B S

D.Dlze B H —5[ T #E{TPCR
T7.5F % Y /A B FAE R A e HOE AL ~ RORALEUUE - T IR & A i 7

A .CYP2C9%r % 7E(E (inactivate) s-warfarin
B.CYP2C19& &1L (activate) clopidogrel
C.CYP2D6%r £3EAL (inactivate) tamoxifen

D.UGTIAIELirinotecanfyfC el B = A RE
78 . N FIfa & Fsmyelodysplastic syndrome (MDS) fx ' FLHYFL LG B R S A 2

A.del(5q)8idel(6q)
B.del(7q)8idel(8q)
C.del(5q)Eddel(7q)

D.del(6q)Eidel(8q)

79 .ERCC1Z [N % RIMEZ 5 Boxal iplat in)G G & A M B B LN R 2 — » THIHERCCIE R % R
PERYROIL - A E B A EE 7



A5 1188 BT - By CRE 8 s TR ERCCIEE R B i RV B — 2 H ik % 2 M (SNP)
B. fHEZ R CCEACT » TTIE & FE N ¥foxaliplat inHY B E & =
C.HEFCCEATT » CTEG TR WA ¥foxal iplatiniGEEHY S I 2=

D 881 15 A RORH AT VR i S A R L B IR Y B — AP B 2 B0 (SNP)
80.B-RAFEL Y ZE & BN ET B E > 5 fl i fiE HYB-RAFZEZ EL Pl i 15 2

A BEEZER (melanoma)
B.HfilE%E (lung adenocarcinoma)
C.KIEE® (colorectal cancer)

D. & FE4HHEE (neuroblastoma)



